The asymmetric unit of the title compound, C 18 H 15 N 3 O 2 S, comprises two independent molecules, which differ primarily in the orientations of the acetyl and p-anisyl substituents, each being rotated in opposite directions from the mean plane of the pyridine ring. The major feature of the molecular packing is the formation of a two-dimensional network parallel to the (110) plane, being mediated by amine-N-HÁ Á ÁO(carbonyl) hydrogen bonds involving one amine H atom of each independent molecule. The remaining amine-H atoms form significantly weaker N-HÁ Á ÁO(methoxy) interactions.
data reports 3.0 (2) , respectively, between the S1/C4-C7 and the C7/N1/ C1-C4 rings and between the S2/C22-C25 and the C25/N4/ C19-C22 rings. The dihedral angle between the C7/N1/C1-C4 and the C11-C15 rings is 58.2 (1) while the corresponding angle in the other molecule is 68.0 (1) .
In the crystal, N-HÁ Á ÁO hydrogen bonds (Table 1) form a two-dimensional network parallel to the (110) plane.stacking interactions are observed between the thieno- Table 1 Hydrogen-bond geometry (Å , ).
D-HÁ Á ÁA
D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA N2-H2AÁ Á ÁO3 i 0.88 (5) 2.16 (5) 2.993 (4) 158 (4) N2-H2BÁ Á ÁO2 ii 0.84 (5) 2.53 (5) 3.092 (4) 126 (4) N5-H5AÁ Á ÁO1 0.88 (5) 2.04 (5) 2.911 (4) 169 (4) N5-H5BÁ Á ÁO4 iii 0.90 (6) 2.49 (6) 3.087 (4) 124 (5) Symmetry codes: (i) x À 1; y þ 1; z;
(ii) Àx þ 1; Ày þ 2; Àz þ 1; (iii) Àx þ 2; Ày þ 1; Àz.
Figure 2
A portion of the packing projected onto (111) . The N-HÁ Á ÁO hydrogen bonds and the -stacking interactions are shown, respectively, as blue and orange dashed lines. Computer programs: APEX3 and SAINT (Bruker, 2016) , SAINT (Bruker, 2016) , SHELXT (Sheldrick, 2015a) , SHELXL2014 (Sheldrick, 2015b) , DIAMOND (Brandenburg & Putz, 2012) and SHELXTL (Sheldrick, 2008) .
Figure 1
The asymmetric unit with the atom-labelling scheme and 50% probability displacement ellipsoids. The intermolecular N-HÁ Á ÁO hydrogen bond is shown as a blue dashed line. (2) and Cg5Á Á ÁCg6 v = 3.645 (2) Å , dihedral angle = 3.0 (2) . Cg1, Cg2, Cg5 and Cg6 are, respectively, the centroids of the S1/C4-C7, C7/N1/C1-C4, S2/C22-C25 and C25/N4/C19-C22 rings [symmetry codes: (iv) Àx + 1, Ày + 2, Àz; (v) Àx + 2, Ày + 1, Àz + 1].
Synthesis and crystallization
The title compound was prepared by heating equimolar quantities of 5-acetyl-3-cyano-6-methyl-4-(4-methoxyphenyl)pyridine-2(1H)-thione (2.98 g, 10 mmol) and chloroacetonitrile (0.755 g; 10 mmol) in absolute ethanol (25 ml 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .
data-1
IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Independent refinement of the hydrogen atoms of the methyl groups led to unsatisfactory geometries so these atoms were included as riding contributions in idealized positions. Independent refinement of the hydrogen atoms of the methyl groups led to unsatisfactory geometries so these atoms were included as riding contributions in idealized positions.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.23689 (9) 0.90661 (7) −0.13718 (7) 0.0231 (2) O1 0.6522 (3) 0.6773 (2) 0.1498 (2) 0.0351 (7) O2 0.7270 (3) 1.0382 (2) 0.6220 (2) 0.0353 (7) (5) C19-C20 1.417 (5) C1-C8 1.507 (4) C19-C26 1.498 (5) C2-C3 1.404 (4) C20-C21 1.393 (5) C2-C9 1.501 (5) C20-C27 1.512 (5) C3-C4 1.407 (5) C21-C22 1.412 (4) C3-C11 1.480 (4) C21-C29 1.496 (5) C4-C7 1.406 (5) C22-C25 1.408 (5) C4-C5 1.459 (4) C22-C23 1.448 (5) C5-C6 1.373 (5) C23-C24 1.384 (5) C6-C18 1.411 (5) C24-C36 1.408 (5) C8-H8A 0.9800 C26-H26A 0.9800 C8-H8B 0.9800 C26-H26B 0.9800 C8-H8C 0.9800 C26-H26C 0.9800 C9-C10 1.496 (6) C27-C28 1.487 (5) C10-H10A 0.9800 C28-H28A 0.9800 C10-H10B 0.9800 C28-H28B 0.9800 C10-H10C 0.9800 C28-H28C 0.9800 C11-C16 1.392 (5) C29-C34 1.388 (5) C11-C12 1.408 (5) C29-C30 1.405 (5) C12-C13 1.378 (5) C30-C31 1.378 (5) C12-H12 0.99 (4) C30-H30 1.02 (4) C13-C14 1.402 (5) C31-C32 1.386 (5) C13-H13 0.97 (5) C31-H31 0.99 (4) C14-C15 1.382 (5) C32-C33 1.390 (5) C15-C16 1.394 (5) C33-C34 1.389 (5) C15-H15 0.95 (4) C33-H33 0.93 (4) C16-H16 0.99 (4) C34-H34 1.01 (4) C17-H17A 0.9800 C35-H35A 0.9800 C17-H17B 0.9800 C35-H35B 0.9800 C17-H17C 0.9800 C35-H35C 0.9800
